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green box, respectively). However, concordance D ALl-exposed A549: genes consistently differentially P.R..T.® ExpoCube® for 1h per day on three consecutive days.
' Imi ' ' expressed across chemically similar compounds _ _ o
among chemically similar compounds is low V_Vlth Eorcamuran  Read-outs 72h after the first exposure included those of the WST-1 assay (viability) and the
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number of concentrations tested. — e — f + Assessment of concordance of chemically similar compounds: Genes were considered
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Figure A) Viability (WST-1) of A549 cells after three days with 1h ALI-exposure each. Green circles indicate the three . | |
doses chosen for the transcriptomics experiment.  Reactome pathway enrichment was done through the gprofiler2 R package.
Figure B) Heatmap of log2 fold-changes of ALI-exposed A549 cells’ DEGs of selected compounds. Values outside the ;
range of [-2,2] are are colour-coded -2 and 2, respectively. (N=1771; number of DEGs per condition: Vinlybutyrate: LD: .
297, MD: 504, HD: 1362; Butyraldehyde: LD: 58, MD: 211, HD: 579, Dimethylamine: LD: 18, MD: 105. ! ACknOWIedgement
Cigure C) Reactome pathways enriched by gost (gprofiler2) in an GSEA-style analysis of the DEGs ordered according to N The research project EXITOX has been supported by the German Federal Ministry of
og2 fold change. Education and Research (projekt FKZ 031A269A-D).
~igure D) Heatmap of genes with a consistent differential expression within a given group of structurally similar read- .
across compounds (N=128). Values outside the range of [-4,4] are are colour-coded -4 and 4, respectively. (hypPI, g — ——————— References
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